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Abstract

Objective: To identify the sequence variations in the HPV 16 E7 and E5 genes among pa-
tients with cervical cancer in Hubei province of China. Methods: Eighty-seven patients with cervi-
cal cancer were involved in this study. Using polymerase chain reaction (PCR) and PCR-directed
sequencing methods, the variations of the HPV 16 E7 and ES5 genes were investigated. Results:
The rank orders of incidence of HPV16 E7 variants from cervical cancer in Hubei were as fol-
lows: T846C in 85% (17/20), A647G in 70% (14/20), T732C in 15% (3/20), T789C in 10%
(2/20), and T795G in 5% (1/20). There are four points of mutation in E5 gene, including
A3979C, A4042G, G3868A, and C3991T with mutant frequencies of 80% (16/20), 90 % (18/
200, 5% (1/20), and 5% (1/20), respectively. Conclusion: The hot-spot mutations of HPV 16
from cervical cancer in Hubei are A647G and T846C in E7 gene, and A3979C and A4042G in
HPV 16 ES gene. The characterization of sequence variations within high-risk HPV 16 might be

important in the search for epidemiological cervical cancer risk factors.
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Fig.4 HE stain photos of liver tissue at the first day after hepatocytes transplantation in the two groups

Fig.5 HE stain photos of liver tissue at the 3rd day after hepatocytes transplantation in the two groups

Fig.6 HE stain photo of liver tissue in group | at the 7th day after hepatocytes transplantation

Fig.7 HE stain photos of spleen tissue in group | after hepatocytes transplantation in the two groups
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Fig.2a HPV16 E7 gene mutation in Nt647 result in nucleotide change of Ato G
Fig.2b HPV 16 E5 gene mutation in Nt3979 result in nucleotide change of A to C
Fig.2¢ HPV 16 E5 gene mutation in Nt4042 result in nucleotide change of A to G
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