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Abstract Objective This sudywas designed to nvestiza® the variant of HPV 16 E7 fran cervical car
cinana b bpsies in Xin jlang UygurW anen M ethods The tissue DNA was extracted fum 35 cervical carei
nana biopsies in X injiang UygurW anen HPV 16E7 genes were anplified by PCR fran the cewical carcinana
tissue DNA. Nuckotide sequences of the HPV 16 E7genes were detem ined w ith direct or cloning sequencing
methods to analyze the mutations ofHPV 16 type E7 gene Results The result of PCR showed that the posi
tive rate of HPV 16 E7was 82 864 (29 /35). The DNA was sequenced By analyzing the mu tations of 27 E7
gene fran 29 cases we found 26 HPV 16 E7 anong the 27 caseswerem antained b be prototype womuta
tionsw ere detected in one E7 gene anong the 27 cases one was 647( A—>G ), resultng in anino acid Ser
substituted for A sn the otherwas 845(T—C ), w ithout variation of anino acidls Conclisions There is a
variant strain of HPV 16 E7 gene fran cervical carcinana biopsies in he UygurW anen frum southem X in

jlang the variant strainm ightbe instrucied into the region by popu lation floatng
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