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CABSTRACT] OBJECTIVE: To explore the intratypic nucle-
otide and amino acid sequence variations in the E6 open read-
ing frame of human papillomavirus typel6 in cervical cancer
tissue. METHODS: The types of HPV was identified by PCR
product sequencing. HPV 16El gene fragment in cervical
cancer tissue was amplified by HPV-specific PCR. RESULTS:
The detection rate of high-risk HPV types in 50 csaes of cervical
cancers was 78%. The mixed infection of HPV16 and HPV18
was found in 18 cases. The infection of HPV16 alone was seen in
16 cases, HPVI16E6 was amplified 25 cases of HPV16E6 anong
the total 34 cases. CONCLUSIONS: By sequencing and phyloge-
netic analysis, the most frequently observed substitution in
HPV16E6 ORF are distributed in the discrete regions; 94 — 241,
Some substitutions result in non-silent mutation, The hot-spot
mutation of HPV16ES in cervical cancer from Guangdong is found
at neolertide 178 in the DNA sequence,
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Fig. 1 Electrophretic analysis of PCR products of HPV-DNA

subtracted from cervical cancer tissues on 2% agarose
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Fig.2 Partial nucleotide sequence of HPV16 E6

gene (antisense chain)

&1 HPVI6 E6 EENZEARBINTR

BERME RHFS ®BT Epug EO®
Nt94 Nt 95 36,50 TC-CT Nt 5 Arg-Gly
Nt 131 27.29 T-G Nt 17 Arg-Arg
Nt 173 14,21 .44 G-A Nt 31 His-Tyr
1.6, 10, 17,
18.19,20,22, X
Nt 178 27.29.32.35. AC Nt 32 Asp-Glu
40.42.47 .49
Nt 385 7.8.9.12 A-C Nt 101 Lys-Asn

Fig.1 Mutation of HPV16 E6 gene and protein sequence

Nucleotide site Case number Codon  Amino acid site Protein

Nt94,Nt 95 36,50 TC-CT Nt 5 Arg-Gly
Nt 131 27,29 T-G Nt 17 Arg-Arg
Nt 173 14,21,44 G-A Nt 31 His-Tyr
1, 6, 10, 17,
18,19,20,22, -
Nt 178 27,29.32,39, A-C Nt 32 Asp-Glu
40,42,47.,49
Nt 385 7,8,9,12 A-C Nt 101 Lys-Asn
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Fig.3 Tree analysis of nucleotide sequences of 25 clinically
isolated HPV DNA samples compared with
the standard German HPV16
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Fig.4 Tree analysis of amino acid sequences of 25 clinically
isolated HPV samples compared with
the standard German HPV16
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Fig.5 Antigenicity value X10 analysis of case 17
compared with the standard German HPV16
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